Alvarez and Konopka


Supplementary Table 1.  Summary of proteins identified by mass spectrometry.

	Bud proteins Identified by Mass Spec
	
	

	score MS
	 ORF19
	Name CGD
	NameSGD
	
	Function

	18.8
	1065
	SSA2
	SSA1,2,3,4
	
	Cell-surface protein of the HSP70 family

	15.9
	5759
	SNQ2
	SNQ2
	
	ABC transporter protein involved in multidrug resistance

	15.6
	6000
	CDR1
	PDR5
	
	Multidrug transporter of the ABC superfamily

	10.2
	4517
	NO NAME
	No homolog
	
	Putative COP9 signalosome subunit

	9.3
	1415
	FRE10
	FRE1-6
	
	Major cell-surface ferric reductase under low-iron conditions

	8.3
	4118
	CNT
	No homolog
	
	Cation-coupled nucleoside transporter 

	8.0
	4980
	HSP70
	SSA1-4
	
	Chaperone

	6.9
	6139
	FRE7
	FRE1-6
	
	Protein similar to ferric reductase Fre10p, PM localized

	6.0
	7591
	NO NAME
	No homolog
	
	Putative NADH-ubiquinone oxidoreductase (mitochondrial?)

	5.5
	6810
	NO NAME
	TPD3
	
	Regulatory subunit A of  protein phosphatase 2A

	5.4
	4599
	PHO89
	PHO89
	
	Na+/Pi cotransporter

	5.1
	3765
	RAX2
	RAX2
	
	Transmembrane protein involved in bipolar bud site selection

	4.5
	4531
	NO NAME
	YOL075C
	
	Putative PDR-subfamily ABC transporter

	4.2
	6701
	NO NAME
	YHR020W
	
	Putative protein of unknown function

	4.2
	4211
	FET3
	FET3
	
	Multicopper oxidase

	4.0
	2531
	CSP37
	No homolog
	
	Plasma membrane & cell wall protein; predicted P-loop

	4.0
	657
	SAM2
	SAM1,2
	
	S-adenosylmethionine synthetase

	3.6
	2454
	PHO87
	PHO87
	
	Phosphate (Pi) transporter

	3.4
	4831
	NO NAME
	No homolog
	
	Putative cyclopropane-fatty-acyl-phospholipid synthase

	3.1
	548
	CDC10
	CDC10
	
	Septin

	3.0
	7001
	NO NAME
	YCK1,2
	
	Casein kinase I

	3.0
	7201
	SLA2
	SLA2
	
	Actin binding protein

	2.2
	4446
	NO NAME
	MEP1,2,3
	
	Transmembrane protein similar to ammomium permeases

	2.1
	1784
	YOR1
	YOR1
	
	Plasma membrane transporter of the ABC family

	2.0
	6748
	NO NAME
	No homolog
	
	Unknown function

	2.0
	7219
	FTR1
	FTR1
	
	High-affinity iron permease

	2.0
	9
	NO NAME
	No homolog
	
	Transmembrane protein of unknown function (4 TMDs)

	2.0
	6869
	NO NAME
	AST2
	
	Possible role in targeting Pma1p to the plasma membrane

	2.0
	1942
	SGE1
	AZR1
	
	Transporter of MFS family implicated in multidrug resistance

	2.0
	4546
	HOL4
	HOL1
	
	Possible ion transporter

	2.0
	4679
	AGP2
	AGP2
	
	Possible amino acid permease

	2.0
	4035
	PGA4
	GAS5
	
	Putative cell-surface protein, predicted GPI anchor

	1.9
	9186
	GFA1
	GFA1
	
	Glucosamine-6-phosphate synthase

	1.7
	2929
	GSC1
	GSC2
	
	Subunit of beta-1,3-glucan synthase; essential

	1.6
	6119
	NO NAME
	No homolog
	
	Transmembrane protein of unknown function (1 TMD)

	1.5
	2928
	NO NAME
	YOL107W
	
	Transmembrane protein of unknown Function (4 TMDs)

	1.5
	3475
	NO NAME
	No homolog
	
	Described as a Gag-related protein

	1.5
	2602
	OPT1
	OPT1
	
	Oligopeptide transporter

	1.4
	1621
	GPA2
	GPA2
	
	G protein alpha subunit

	1.4
	1055
	CDC3
	CDC3
	
	Septin

	1.3
	7588
	NO NAME
	YOR305W
	
	Probable mitochondrial protein

	1.3
	4997
	KIS2
	SIP2
	
	Scaffold protein of Snf1p complex, N-terminal myristoylation

	1.3
	8373
	NO NAME
	MNT3
	
	Alpha-1,3-mannosyltransferase; implicated in O-glycosylation

	1.3
	3013
	CDC12
	CDC12
	
	Septin


	Germ Tube Proteins
	
	
	
	

	score MS
	ORF19
	Name CGD
	Name SGD
	
	Function

	20.2
	3981
	MAL31
	MAL31,11
	
	Maltose permease

	18.6
	7566
	NO NAME
	GNP1
	
	Putative amino acid permease activity

	14.6
	1978
	GIT2
	GIT1
	
	Putative glycerophosphoinositol permease

	14.0
	7094
	HGT12
	SNF3
	
	Putative glucose sensor/transporter of the MFS family

	11.0
	1148
	NO NAME
	CIS3
	
	Mannose-containing glycoprotein constituent of the cell wall

	10.0
	2496
	FUN34
	ATO2
	
	Ammonia export

	9.4
	6489
	FMP45
	FMP45
	
	Protein induced during the mating process, related to SUR7

	8.9
	4335
	TNA1
	TNA1
	
	Nicotinic Acid transporter

	7.9
	2614
	RSR1
	RSR1
	
	RAS-related protein

	7.7
	111
	CAN1
	CAN1
	
	Putative amino acid permease

	6.0
	176
	OPT4
	OPT2
	
	Oligopeptide transporter

	5.4
	9716
	PHM7
	PHM7
	
	Putative transporter

	4.5
	1783
	NO NAME 
	YOR1
	
	Plasma membrane transporter of the ABC family

	4.0
	5280
	MUP1
	MUP1
	
	Amino acid permease

	4.0
	1206
	FET34
	FET3
	
	Protein similar to multicopper ferroxidase 

	4.0
	7030
	SSR1
	CCW14
	
	GPI anchor cell-wall protein with a role in cell wall structure

	4.0
	5663
	NO NAME
	YMR034C
	
	Putative protein with similarity to transporters

	4.0
	5305
	RHD3
	No homolog
	
	Putative GPI-anchored cell wall protein

	3.9
	2397
	NO NAME
	YIL166C
	
	Membrane protein with similarity to transporters

	3.3
	6077
	NO NAME
	PNS1
	
	Putative transporter

	3.3
	5956
	NO NAME
	LSB1
	
	Similarity to Lsb1, which binds Las17

	3.2
	4526
	HSP30
	HSP30
	
	Plasma membrane protein that negatively regulates Pma1p

	3.1
	1675
	NO NAME
	YDL133W
	
	Tansmembrane protein of unknown function

	3.0
	8319
	SEO1
	SEO1
	
	Similar to allantoate permease family

	2.7
	1727
	NO NAME
	PMC1
	
	Vacuolar Ca2+ ATPase transporter

	2.5
	2738
	SUL2
	SUL1,2
	
	High-affinity sulfate transporter

	2.4
	2246
	NO NAME
	YPL199c
	
	Unknown function

	2.3
	3526
	HGT15
	ITR2
	
	Putative glucose transporter of major facilitator superfamily

	2.0
	7091
	NO NAME
	No homolog
	
	Transmembrane protein of unknown function

	2.0
	23
	RTA3
	RSB1
	
	Putative phospholipid-translocating ATPase activity

	2.0
	4384
	HXT5
	HXT5
	
	Putative sugar transporter

	2.0
	6066
	NO NAME
	HFD1
	
	Putative fatty aldehyde dehydrogenase

	2.0
	7450
	NO NAME
	No homolog
	
	Unknown function

	2.0
	2452
	NO NAME
	No homolog
	
	Unknown function; transcriptionally regulated by iron

	2.0
	1702
	ARF3
	ARF3
	
	Ras family GTPase involved in cell polarity

	2.0
	4666
	NO NAME
	No homolog
	
	Unknown function

	2.0
	4255
	ECM331
	PST1
	
	Putative GPI-anchored protein

	1.7
	2003
	HNM1
	HNM1
	
	Putative choline transporter

	1.7
	4643
	NO NAME
	No homolog
	
	Unknown function

	1.7
	281
	NO NAME
	No homolog
	
	Unknown function

	1.5
	6294
	NO NAME
	MYO1
	
	Type II myosin heavy chain

	1.4
	5059
	GCS1
	GSH1
	
	Gamma-Glutamylcysteine synthetase

	1.4
	2156
	NAG1
	No homolog
	
	Glucosamine-6-phosphate deaminase

	1.3
	6408
	NO NAME
	YDJ1
	
	Chaperone involved in protein translocation across membranes

	1.3
	2106
	NO NAME
	YLR326W
	
	Transmembrane protein of unknown function


	Proteins common to buds and germ tubes
	
	

	score 
	score 
	
	
	
	
	

	buds
	germs
	ORF19
	CGD Name
	SGD Name
	
	Function

	59.3
	55.9
	5383
	PMA1
	PMA1,2
	
	Plasma membrane H(+)-ATPase

	22.4
	30.7
	6814
	TDH3
	TDH1,2,3
	
	Glyceraldehyde-3-phosphate dehydrogenase 

	22.0
	13.4
	2170
	PHM7
	PHM7
	
	Putative transporter, not highly conserved

	18.5
	6.1
	6854
	ATP1
	ATP1
	
	Similar to alpha subunit of mitochondrial ATP synthase

	17.4
	14.4
	4456
	GAP4
	GAP1
	
	Putative amino acid permease; hyphal induced

	16.9
	19.5
	3829
	PHR1
	GAS1,2
	
	GPI anchored protein; Glycosidase of hyphal cell surface

	16.0
	7.8
	4805
	NO NAME
	RSN1
	
	Transembrane protein of unknown function 

	15.3
	14.2
	3542
	LEM3
	LEM3
	
	Transmembrane protein; may be involved in lipid translocation

	14.3
	16.8
	2942
	DIP5
	DIP5
	
	Putative permease for dicarboxylic amino acids

	14.1
	12.6
	9467
	PGA52
	YJL171C
	
	Putative GPI-anchored protein of unknown function

	14.0
	14.0
	3646
	CTR1
	CTR1
	
	Copper transporter

	13.7
	10.4
	5170
	ENA21
	ENA2,5
	
	Similar to S. cerevisiae sodium transporters Ena1p and Ena5p

	13.1
	4.9
	4749
	NO NAME
	No homolog
	
	Transmembrane protein of unknown function

	12.8
	10.8
	1989
	DCW1
	DCW1
	
	Protein with predicted GPI modification

	12.3
	22.3
	4527
	HGT1
	HXT1-17 (11)
	
	High-affinity glucose transporter

	11.7
	2.0
	655
	PHO84
	PHO84
	
	Protein similar to high-affinity phosphate transporters

	10.9
	11.2
	6577
	FLU1
	TPO1
	
	Plasma membrane MDR family multidrug efflux pump

	10.4
	14.4
	7077
	NO NAME
	FRE7
	
	Unkown function, possible similarity to ferric reductase

	10.0
	6.0
	2179
	SIT1
	ARN1
	
	Transporter of ferrichrome siderophores

	9.7
	9.1
	1760
	RAS1
	RAS1,2
	
	RAS signal transduction GTPase

	9.2
	8.2
	3414
	NO NAME
	SUR7
	
	Tranmsembrane protein; component of eisosomes

	8.6
	14.0
	1193
	GNP1
	GNP1
	
	Similar to asparagine and glutamine permease

	8.2
	7.5
	4565
	BGL2
	BGL2
	
	1,3-beta-Glucosyltransferase, cell wall enzyme

	8.2
	2.0
	4737
	TPO3
	TPO2,3
	
	Possible role in polyamine transport; MFS-MDR family

	8.0
	19.4
	5392
	NGT1
	No homolog
	
	GlcNAc transporter

	7.3
	4.0
	5753
	HGT10
	STL1
	
	Putative glucose transporter of the major facilitator superfamily

	6.0
	2.8
	7231
	FTR2
	FTR1
	
	High-affinity iron permease

	6.0
	5.7
	6928
	SAP9
	YPS1
	
	Secreted aspartyl proteinase; GPI-anchor

	5.6
	10.1
	1376
	NO NAME
	SSO1,2
	
	Plasma membrane t-SNARE

	5.1
	2.0
	5079
	CDR4
	PDR15, 10, 5
	
	Putative transporter of ABC superfamily

	4.9
	8.5
	2843
	RHO1
	RHO1
	
	Small Rho family GTPase; regulates beta-1,3-glucan synthesis  

	4.4
	2.2
	5958
	CDR2
	PDR5,10,15
	
	ABC superfamily multidrug transporter

	4.0
	2.2
	1964
	NO NAME
	No homolog
	
	Tranmsembrane protein; component of eisosomes

	4.0
	4.0
	5960
	NO NAME
	NCE102
	
	Transmembrane protein of unknown function

	4.0
	6.3
	1332
	NO NAME
	YJR015W
	
	Putative transporter

	4.0
	8.0
	4779
	NO NAME
	YKR105C
	
	Putative transporter

	4.0
	3.7
	24
	RTA2
	RSB1
	
	Membrane protein; putative phospholipid-translocating activity

	3.9
	15.2
	5903
	RAX1
	RAX1
	
	Transmembrane protein; predicted role in bud site selection

	3.5
	2.1
	1783
	NO NAME
	YOR1
	
	Plasma membrane transporter of the ABC superfamily

	3.4
	2.0
	6285
	GLC7
	GLC7
	
	Protein described as serine/threonine phosphatase

	3.4
	6.1
	2571
	SEC4
	SEC4
	
	Small GTPase of Rab family; role in secretion

	2.3
	7.1
	2198
	FLC3
	FLC2
	
	Protein involved in heme uptake; putative FAD transporter

	2.0
	2.9
	308
	NO NAME
	SNG1
	
	Membrane protein of unknown function

	2.0
	3.7
	700
	SEO1
	SEO1
	
	Similar to allantoate permease family

	2.0
	4.0
	2849
	AQY1
	AQY1
	
	Aquaporin water channel

	2.0
	2.2
	1979
	GIT1
	GIT1
	
	Putative glycerophosphoinositol permease

	1.7
	8.9
	6237
	RAC1
	CDC42
	
	RAC subfamily GTPase

	1.4
	3.9
	2501
	FLC1
	FLC3
	
	Protein involved in heme uptake; putative FAD transporter


Score MS – Confidence score for identification.  1.3 = 95% and 2.0 indicates 99% confidence levels for identification.

ORF19 – systematic gene name in C. albicans genome databse.

CGD Name – Candida albicans genome database gene name

SGD name – Saccharomyces cerevisiae genome database gene name

Function – Known function or predicted function based on homologs
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