	Gene
	Time
	DNA Microarray
	qRT-PCR

	
	3 hr
	WTa
	phr1b
	RFc
	WT fold-changed
	phr1 fold-changee
	RF

	CRH11
	
	1.2
	5.1
	4.2
	2.5 ± 0.3
	7.2 ± 0.2
	2.8 ± 0.1

	GFA1
	
	2.3
	4.8
	2.1
	1.4 ± 0.5
	3.7 ± 0.8
	2.8 ± 0.4

	CHS8
	
	3.0
	5.9
	2.0
	2.1 ± 0.3
	7.2 ± 0.1
	3.5 ± 0.2

	PGA23
	
	0.2
	4.2
	22.2
	0.2 ± 0.01
	5.6 ± 0.5
	29.2 ± 0.1

	
	5 hr
	
	
	
	
	
	

	CRH11
	
	2.3
	7.6
	3.3
	2.1 ± 0.2
	6.6 ± 2.7
	3.1 ± 0.4

	GFA1
	
	3.3
	7.6
	2.3
	0.6 ± 0.4
	2.1 ± 0.5
	3.3 ± 0.6

	CHS8
	
	2.6
	11.1
	4.3
	1.6 ± 0.2
	4.5 ± 0.9
	2.9 ± 0.2

	PGA23
	
	0.2
	10.2
	65.6
	0.1 ± 0.01
	7.3 ± 0.4
	93.1 ± 0.1


Additional file 4. Comparison of data from microarray and qRT-PCR analyses.

 a and b Expression ratio of each gene at the indicated time compared to time zero in the same strain.
c RF, Relation Factor, ratio of the expression ratios or fold-change MUT/WT
d and e Fold-change of the transcript level of each gene at the indicated time with respect to time zero.

