Table S1. C. albicans strains used in this study
	Description
	Name
	MTL
	Parent
	Genotype
	Reference

	Wild type
	SC5314
	a/α
	Clinical isolate
	
	[1]

	Wild type
	SN152
	a/α
	SC5314
	arg4Δ/arg4Δ his1Δ/his1Δ leu2Δ/leu2Δ URA3/ura3Δ::(imm434 IRO1/iro1Δ::(imm434
	[2]

	Wild type
(“untagged”)
	CAIF-100
	a/α
	SN152
	arg4Δ/arg4Δ his1Δ/his1Δ::C.d.HIS1 leu2Δ/leu2Δ::C.m.LEU2 URA3/ura3Δ::(imm434 IRO1/iro1Δ::(imm434
	[3]

	SET3/set3Δ


	DHCA401
	a/α
	SN152
	SET3/set3Δ::C.d.HIS1
	[4]

	set3Δ/set3Δ


	DHCA402
	a/α
	SN152
	set3Δ::C.d.HIS1/set3Δ::C.m.LEU2
	[4]

	SET3-3HA/set3Δ


	DHCA501
	a/α
	DHCA401
	SET3-3HA-NAT1/set3Δ::C.d.HIS1
	This study

	SET3-9myc/set3Δ
	DHCA502

	a/α
	DHCA401
	SET3-9myc-C.m.LEU2/set3Δ::C.d.HIS1
	This study

	HOS2/hos2Δ


	DHCA405
	a/α
	SN152
	HOS2/hos2Δ::C.d.HIS1
	[4]

	hos2Δ/hos2Δ


	DHCA406
	a/α
	SN152
	hos2Δ::C.d.HIS1/hos2Δ::C.m.LEU2
	[4]

	HOS2-3HA/hos2Δ


	DHCA503
	a/α
	DHCA405
	HOS2-3HA-NAT1/hos2Δ::C.d.HIS1
	This study

	HOS2-9myc/hos2Δ


	DHCA504
	a/α
	DHCA405
	HOS2-9myc-C.m.LEU2/hos2Δ::C.d.HIS1
	This study

	HOS2-GFP/hos2Δ


	DHCA505
	a/α
	DHCA405
	HOS2-GFP-NAT1/hos2Δ::C.d.HIS1
	This study

	set1Δ/set1Δ


	DHCA226
	a/a
	DHCA202
	set1Δ::C.d.HIS1/set1Δ::C.m.LEU2
	[5]

	set1Δ/set1Δ SET3/set3Δ
	DHCA329
	a/a
	DHCA226
	set1Δ::C.d.HIS1/set1Δ::C.m.LEU2

SET3/set3Δ::FRT
	[5]

	set1Δ/set1Δ SET3-3HA/set3Δ
	DHCA506
	a/a
	DHCA329
	set1Δ::C.d.HIS1/set1Δ::C.m.LEU2

SET3-3HA-NAT1/set3Δ::FRT
	This study

	set1Δ/set1Δ SET3-9myc/set3Δ
	DHCA507
	a/α
	SN152
	set1Δ::C.d.HIS1/set1Δ::NAT1
SET3-9myc-C.m.LEU2/set3Δ::FRT
	This study

	BRG1/brg1Δ


	DHCA508
	a/α
	CAIF-100
	BRG1/brg1::C.d.ARG4
	This study

	brg1Δ/brg1Δ


	DHCA509
	a/α
	CAIF-100
	brg1::C.d.ARG4/brg1::NAT1
	This study

	TEC1/tec1Δ


	DHCA510
	a/α
	CAIF-100
	TEC1/tec1::C.d.ARG4
	This study

	TEC1/tec1Δ BRG1/brg1Δ
	DHCA511
	a/α
	CAIF-100
	TEC1/tec1::C.d.ARG4

BRG1/brg1::NAT1
	This study

	set3Δ/set3Δ BRG1/brg1Δ
	DHCA512
	a/α
	SN152
	set3Δ::C.d.HIS1/set3Δ::C.m.LEU2

BRG1/brg1::C.d.ARG4
	This study

	set3Δ/set3Δ brg1Δ/brg1Δ
	DHCA513
	a/α
	SN152
	set3Δ::C.d.HIS1/set3Δ::C.m.LEU2

brg1::C.d.ARG4/brg1::NAT1
	This study

	set3Δ/set3Δ TEC1/tec1Δ
	DHCA514
	a/α
	SN152
	set3Δ::C.d.HIS1/set3Δ::C.m.LEU2

TEC1/tec1::C.d.ARG4
	This study

	set3Δ/set3Δ  TEC1/tec1Δ BRG1/brg1Δ
	DHCA515
	a/α
	SN152
	set3Δ::C.d.HIS1/set3Δ::C.m.LEU2

TEC1/tec1::C.d.ARG4

BRG1/brg1::NAT1
	This study

	SET3-9myc/set3Δ NRG1-3HA/nrg1Δ
	DHCA516
	a/α
	DHCA502
	NRG1-3HA-NAT1/nrg1Δ::FRT
	This study

	Brg1-myc
	CJN1734

	a/α
	
	BRG1-13XMyc-FRT/brg1Δ
	[6]

	Efg1-myc
	CJN1781


	a/α
	
	EFG1-13XMyc-FRT/efg1Δ
	[6]

	tec1Δ/tec1Δ


	CJN2320
	a/α
	
	tec1Δ::C.d.HIS1/tec1Δ::C.m.LEU2
	[6]
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