Table S4: Select hyphal signaling and associated genes modulated in cells lacking Swi4p and Swi6p1
	Systemic Name2
	Standard Name
	Alias or 

S. cerevisiae ortholog3
	Fold ∆
	Description4

	
	
	
	
	

	
	
	
	
	

	Up-regulated


	
	
	
	

	orf19.1327
	RBT1
	-
	659
	Putative cell wall protein, similar to Hwp1p, required for virulence; Tup1p repressed; alpha factor induced; Rfg1p-, Rim101p-regulated

	orf19.535
	RBR1
	-
	30.8
	GPI-anchored cell wall protein required for filamentous growth at acidic pH; repressed by Rim101p and induced by Nrg1p

	orf19.1321
	HWP1
	-
	25.5
	Hyphal cell wall protein; opaque- and a-specific, alpha-factor induced

	orf19.3548.1
	WH11
	-
	23.9
	Cytoplasmic protein expressed specifically in white phase yeast-form cells

	orf19.3829
	PHR1
	-
	18.6
	Glycosidase of cell surface; high pH or filamentation induced

	orf19.7514
	PCK1
	-
	11.2
	Phosphoenolpyruvate carboxykinase; role in gluconeogenesis; 

regulated by hyphal switch, carbon source; repressed on glucose

	orf19.4459
	-
	-
	6.13
	Transposon mutation affects filamentous growth, similar to ScYnl234wp, a putative heme-binding stress-related protein and similar to globins

	orf19.5760
	IHD1
	-
	6.0
	Induced in hyphal development; regulated by Nrg1p, Rfg1p, Tup1p; regulated by Tsa1p, Tsa1Bp in minimal media at 37°C

	orf19.2769
	-
	PBI2
	5.5
	Hyphal-induced expression; greater mRNA abundance in cyr1 or ras1 homozygous null mutant c.f. wild type

	orf19.4590
	RFX2
	-
	4.7
	Transcriptional repressor, regulator of filamentation, regulated by Nrg1p

	orf19.896
	CHK1
	-
	3.7
	Histidine kinase regulates cell wall biosynthesis; disruption

impairs hyphal development

	orf19.7242
	NCR1
	-
	3.3
	Transcription is regulated by Nrg1p and Mig1p; ScNcr1p vacuolar membrane sphingolipid transporter

	orf19.6601.1
	YKE2
	-
	2.5
	Possible cytoskeletal modulator; transcription induced upon yeast-to-hyphal switch; regulated by Nrg1p, Tup1p

	orf19.532
	RBR2
	-
	2.6
	Cell wall protein; repressed by Rim101p; expression is regulated upon white-opaque switching; repressed in response to alpha pheromone in SpiderM medium

	orf19.1974
	TFS1
	-
	2.9
	Transcription is regulated upon yeast-hyphal switch; colony morphology-related gene regulation by Ssn6

	orf19.6021
	IHD2
	-
	2.9
	Transcriptionally regulated by iron and by yeast-hyphal switching; expression greater in low iron 

	orf19.6621
	MHP1
	-
	2.8
	Microtubule stabilization; mutation affects filamentous growth, possibly transcriptionally regulated upon hyphal formation

	orf19.1097
	ALS2
	-
	2.3
	Putative GPI-anchor, role in adhesion, biofilm formation, germ tube induction; induced by ketoconazole, low iron and at cell wall regeneration; regulated by Sfu1p

	orf19.7610
	PTP3
	-
	2.2
	Tyrosine phosphatase; hyphal induced; alkaline upregulated; regulated by Efg1p, Ras1p, cAMP

	orf19.4246
	-
	-
	2.0
	Mutation affects filamentous growth; colony morphology-related gene regulation by Ssn6p; induced during cell wall regeneration

	orf19.156
	FGR51
	-
	1.9
	Transposon mutation affects filamentous growth

	orf19.191
	KIC1
	
	1.8
	Required for hyphal growth, role in cell separation; member of the GCK-III subfamily of eukaryotic Ste20p kinases; in RAM cell wall integrity signaling network

	Down-regulated
	
	
	
	

	orf19.3328
	-
	-
	3.5
	Predicted ORF in Assemblies 19, 20 and 21; filament induced



	orf19.3127
	CZF1
	-
	3.2
	Transcriptional regulator of white-opaque switching frequency; hyphal growth regulator

	orf19.1189
	-
	-
	2.8
	Transcription regulated upon yeast-hyphal switch; transcriptionally activated by Mnl1p under weak acid stress

	orf19.4892
	TPK1
	-
	2.5
	cAMP-dependent protein kinase; involved in control of morphogenesis and stress response

	orf19.2972
	PDE2
	-
	2.3
	Cyclic nucleotide phosphodiesterase, high affinity; role in moderating signaling via cAMP; required for wild-type virulence, hyphal growth, switching, and cell wall, but not for pseudohyphal growth; expressed shortly after hyphal induction

	orf19.3182
	GIS2
	-
	2.2
	Nucleic acid binding; transcription reduced upon yeast-hyphal switch

	orf19.5657
	SWI1
	-
	2.1
	Protein involved in transcription regulation; subunit of SWI/SNF complex essential for hyphal growth and virulence

	orf19.1401
	EAP1
	-
	2.0
	Cell wall adhesin required for cell-cell adhesion and biofilm formation; GPI anchored; Efg1p-regulated

	orf19.5507
	ENP1
	-
	2.0
	Associated with filamentous growth

	orf19.1973
	HAP5
	-
	1.8
	Component of CCAAT-binding transcription factor; roles in filamentous growth

	orf19.4219
	RIX7
	-
	1.8
	Putative ATPase required for ribosomal subunit export from the nucleus; mutation impairs hyphal growth and biofilm formation

	orf19.679
	FGR39
	-
	1.9
	Transposon mutation affects filamentous growth

	orf19.6121
	MNL1
	
	1.7
	Transcription factor that activates transcription of stress response genes via SLE (STRE-like) elements; activates a subset of the genes that are repressed by Nrg1p


1Significantly modulated genes (1.7 fold cut-off, t-test p<0.05) after 7 h of Swi4p and Swi6p depletion. 2Systematic names identified in Candida genome database http://candidagenome.org (CGD), assembly 19 and 21.  For full list, see Table S1. 

3 An alias, S. cerevisiae orthologue, or best hit was provided, based on CGD. 

4Description obtained from CGD. Otherwise, the S. cerevisiae orthologue’s description is given (http://www.yeastgenome.org/) and indicated using the Sc prefix.

