Supplemental Table 3  Upregulated genes of known function following fluconazole exposure
	Standard Gene Name
	Systematic Name
	Fold Change
	Function
	Product

	MET22
	orf19.105
	1.54
	Amino Acid
	Bisphosphate-3'-nucleotidase

	ARO9
	orf19.1237
	1.62
	
	aromatic-amino-acid transaminase

	CDS1
	orf19.1279
	1.64
	
	phosphatidate cytidylyltransferase

	LYS1
	orf19.1789.1
	1.96
	
	Saccharopine dehydrogenase

	STR3
	orf19.2092
	1.98
	
	cystathionine beta-lyase

	ARO8
	orf19.2098
	1.84
	
	aromatic-amino-acid transaminase

	LYS12
	orf19.2525
	1.80
	
	Homo-isocitrate dehydrogenase

	HOM6
	orf19.2951
	1.98
	
	homoserine dehydrogenase

	MET16
	orf19.3106
	1.93
	
	phosphoadenylyl-sulfate reductase

	AAT1
	orf19.3554
	1.72
	
	aspartate transaminase

	THR4
	orf19.4233
	1.58
	
	threonine synthase

	PUT1
	orf19.4274
	2.04
	
	proline dehydrogenase

	ALG9
	orf19.4442
	1.75
	
	mannosyltransferase

	LYS21
	orf19.4506
	2.35
	
	homocitrate synthase

	CYS4
	orf19.4536
	1.78
	
	Cystathionine beta-synthase

	TRP5
	orf19.4718
	1.52
	
	tryptophan synthase

	MUP1
	orf19.5280
	1.72
	
	L-methionine porter

	HIS7
	orf19.5505
	2.22
	
	imidazoleglycerol phosphate synthase

	ARG3
	orf19.5610
	1.71
	
	ornithine carbamoyltransferase

	CAR2
	orf19.5641
	1.56
	
	ornithine-oxo-acid transaminase

	SHM2
	orf19.5750
	1.72
	
	serine hydroxymethyltransferase

	SER2
	orf19.5838
	1.63
	
	phosphoserine phosphatase

	ARG11
	orf19.5926
	1.65
	
	L-ornithine transporter

	SPE1
	orf19.6032
	2.28
	
	Ornithine decarboxylase

	DED81
	orf19.6702
	1.67
	
	asparagine-tRNA ligase

	PRO2
	orf19.6779
	1.69
	
	glutamate-5-semialdehyde dehydrogenase

	BAT22
	orf19.6994
	1.71
	
	branched-chain-amino-acid transaminase

	ADE1
	orf19.7484
	1.66
	
	Phosphoribosylaminoimadazole succinocarboxamide synthetase

	LEU1
	orf19.7498
	1.68
	
	isopropylmalate dehydratase

	BAT21
	orf19.797
	1.76
	
	branched chain amino acid aminotransferase

	THR1
	orf19.923
	2.33
	
	homoserine kinase

	GLY1
	orf19.986
	2.57
	
	L-threonine aldolase

	ARO2
	orf19.1986
	2.31
	
	chorismate synthase

	TRP2
	orf19.2546
	1.90
	
	anthranilate synthase

	SAH1
	orf19.3911
	1.82
	
	S-adenosyl-L-homocysteine hydrolase

	ARO4
	orf19.4060
	2.23
	
	3-Deoxy-D-arabinoheptulosonate-7-phosphate synthase

	ARO1
	orf19.4704
	1.73
	
	3-dehydroquinate dehydratase

	ARG5
	orf19.4788
	1.62
	
	acetylglutamate-phosphate reductase

	PPZ1
	orf19.726
	1.65
	
	protein serine/threonine phosphatase

	ILV5
	orf19.88
	1.53
	
	ketol-acid reductoisomerase

	CLB2
	orf19.1446
	1.91
	Cell Cycle
	cyclin B/G(sub)2-specific B-type cyclin

	CLN3
	orf19.1960
	1.62
	
	G1 cyclin/G(sub)1 cyclin

	CDC28
	orf19.3856
	1.64
	
	cyclin-dependent protein kinase

	PCL2
	orf19.403
	1.7
	
	cyclin-dependent protein kinase

	SKP1
	orf19.4427
	1.56
	
	29 Kd kinetochore protein subunit of CBF3

	PHO80
	orf19.5755
	1.58
	
	Pho80p Cyclin

	CDC5
	orf19.6010
	1.84
	
	protein serine/threonine kinase

	HGC1
	orf19.6028
	1.62
	
	G1 cyclin/G(sub)2-specific B-type cyclin

	PHO85
	orf19.6846
	1.56
	
	Pho85 kinase inhibitor

	CMK2
	orf19.1754
	1.54
	Cell Signalling
	Calmodulin-dependent protein kinase

	SNF1
	orf19.1936
	1.59
	
	SNF1A/AMP-activated protein kinase

	RSR1
	orf19.2614
	1.76
	
	RAS-related protein/GTP-binding protein

	CDC42
	orf19.390
	1.63
	
	Rho-like GTPase

	TEC1
	orf19.5908
	1.51
	
	transcription factor of the TEA\/ATTS DNA-binding domain family

	SPC2
	orf19.4181
	1.62
	
	signal peptidase subunit

	TAP42
	orf19.4626
	1.69
	
	SIT4 associated protein

	NUP99
	orf19.6570
	1.59
	
	nucleoside permease

	BEM2
	orf19.6573
	1.54
	
	Rho-type GTPase activating protein

	SRP68
	orf19.6804
	1.56
	
	signal recognition particle protein

	MKK2
	orf19.6889
	1.55
	
	MAP kinase kinase

	MKC1
	orf19.7523
	1.62
	
	MAP kinase

	CDC3
	orf19.1055
	1.95
	Cell Wall/Membrane
	Septin

	PMI1
	orf19.1390
	2.19
	
	mannose phosphate isomerase

	PSD2
	orf19.3954
	1.74
	
	phosphatidylserine decarboxylase

	ALG8
	orf19.1659
	1.51
	
	Glucosyltransferase

	TGL1
	orf19.2050
	1.71
	
	triglyceride lipase-cholesterol esterase

	LCB3
	orf19.3329
	1.50
	
	sphingolipid utilization

	GLP1
	orf19.3544
	1.58
	
	lipid regulated protein

	SCS7
	orf19.3822
	1.51
	
	fatty acid hydroxylation

	NMT1
	orf19.4641
	1.76
	
	myristoyl-CoA:protein N-myristoyltransferase

	  AGP2
	orf19.4679
	1.55
	
	amino acid permease

	LCB4
	orf19.5257
	1.58
	
	sphingoid long chain base (LCB) kinase

	SUR4
	orf19.6007
	1.51
	
	C24 to C26 fatty acid conversion

	CYB5
	orf19.7049
	1.88
	
	cytochrome b5

	SEC14
	orf19.941
	1.53
	
	phoshatidylcholine transfer protein

	ERG6
	orf19.1631
	1.84
	
	sterol transmethylase

	MNT2
	orf19.1663
	2.07
	
	alpha-1,2-mannosyltransferase

	CHO2
	orf19.169
	1.71
	
	Phosphatidyl-ethanolamine N-methyltransferase

	SGA1
	orf19.1719
	1.53
	
	glucan 1,4-alpha-glucosidase

	ARA1
	orf19.2172
	1.63
	
	sterol dehydrogenase

	IDI1
	orf19.2775
	2.80
	
	isopentenyl diphosphate isomerase

	ALG5
	orf19.2837
	1.70
	
	dolichyl-phosphate beta-glucosyltransferase

	PDC11
	orf19.2877
	2.23
	
	alpha-1,3-mannosylglycoprotein beta-1,2-N-acetylglucosaminyltransferase

	ERG26
	orf19.2909
	1.57
	
	C-3 sterol dehydrogenase

	FKS1
	orf19.2929
	2.08
	
	1,3-beta-glucan synthase

	ERG9
	orf19.3616
	1.66
	
	squalene synthetase

	EPT1
	orf19.3695
	1.92
	
	ethanolamine phosphotransferase

	ERG1
	orf19.406
	1.51
	
	squalene epoxidase

	MIT1
	orf19.4077
	1.72
	
	mannose-inositol-P-ceramide (MIPC) metabolism

	ERG8
	orf19.4606
	1.65
	
	phosphomevalonate kinase

	ECM17
	orf19.4099
	2.12
	
	sulfite reductase

	ARH1
	orf19.410
	1.73
	
	adrenodoxin oxidoreductase

	PMT4
	orf19.4109
	2.78
	
	dolichyl phosphate mannosyl transferase

	PCT1
	orf19.4186
	1.72
	
	phosphoethanolamine cytidylyltransferase

	MNN1
	orf19.4279
	1.97
	
	Alpha-1,3-mannosyltransferase

	ERG20
	orf19.4491
	2.15
	
	farnesyl-diphosphate synthetase

	KTR2
	orf19.4494
	1.58
	
	mannosyltransferase

	SSU81
	orf19.4772
	1.76
	
	Transmembrane osmosensor

	ERG12
	orf19.4809
	1.61
	
	mevalonate kinase

	PCM1
	orf19.5013
	1.51
	
	phosphoacetylglucosamine mutase

	SMI1
	orf19.5058
	1.55
	
	glucan synthesis

	DPM1
	orf19.5073
	2.07
	
	dolichyl-phosphate beta-D-mannosyltransferase

	CHS1
	orf19.5188
	1.58
	
	chitin synthase 2

	ERG4
	orf19.5379
	2.04
	
	Sterol C-24 reductase

	YOPL151
	orf19.5413
	1.58
	
	cell wall biogenesis

	PMT2
	orf19.6812
	1.94
	
	dolichyl-phosphate-mannose-protein mannosyltransferase

	ERG13
	orf19.7312
	2.81
	
	hydroxymethylglutaryl-CoA synthase

	CHS4
	orf19.7349
	1.51
	
	chitin synthase regulation

	MNN9
	orf19.7383
	1.57
	
	N-linked glycosylation

	FEN12
	orf19.908
	2.32
	
	similar to glucan synthase-related proteins

	ERG11
	orf19.922
	1.72
	
	lanosterol 14-alpha demethylase

	ARC18
	orf19.121
	1.97
	Cytoskeleton
	structural protein of cytoskeleton

	POB3
	orf19.1560
	1.51
	
	

	KIP2
	orf19.1747
	1.75
	
	kinesin-related protein

	CCT7
	orf19.3206
	2.21
	
	chaperonin

	CCT1
	orf19.401
	2.05
	
	chaperonin subunit alpha

	MYO2
	orf19.5015
	1.5
	
	Kinesin-related protein suppressing myosin defects

	SRV2
	orf19.505
	1.81
	
	adenylate cyclase-associated protein

	MAD2
	orf19.1040
	1.66
	DNA
	spindle checkpoint complex subunit

	HHF1
	orf19.1059
	3.04
	
	histone H4

	HHT1
	orf19.1061
	1.94
	
	histone H3

	ADE4
	orf19.1233
	1.72
	
	PRPP amidotransferase

	MET18
	orf19.1706
	1.72
	
	DNA repair

	PHO23
	orf19.1759
	1.65
	
	phosphate gene regulation

	HHT2
	orf19.1853
	3.32
	
	histone H3

	CDC47
	orf19.202
	1.74
	
	ATP dependent DNA helicase

	MIS11
	orf19.2364
	2.15
	
	C-1-tetrahydrofolate synthase

	NUP170
	orf19.2485
	1.73
	
	Nucleoporin

	CDC1
	orf19.3083
	1.60
	
	G protein alpha subunit

	RFC3
	orf19.3211
	1.78
	
	replication factor C subunit

	CDC14
	orf19.4192
	1.57
	
	protein-tyrosine phosphatase

	MUS81
	orf19.4206
	1.52
	
	involved in DNA repair

	YNK1
	orf19.4311
	1.99
	
	nucleoside diphosphate kinase

	SMC1
	orf19.4367
	1.69
	
	SMC chromosomal ATPase family member

	MET7
	orf19.4516
	1.87
	
	folylpolyglutamate synthetase

	MSH6
	orf19.4945
	1.65
	
	mismatch repair

	ADE5
	orf19.5061
	1.61
	
	glycinamide ribotide synthetase

	POL3
	orf19.5183
	1.61
	
	ribonucleotide reductase subunit

	RNR2
	orf19.5845
	2.52
	
	ribonucleoside diphosphate reductase

	TUB2
	orf19.6034
	2.08
	
	beta tubulin

	ADE6
	orf19.6317
	1.83
	
	5'-phosphoribosylformyl glycinamidine synthetase

	MMS2
	orf19.6358
	1.6
	
	postreplication repair

	RHC18
	orf19.6568
	1.89
	
	DNA repair

	HTA1
	orf19.6924
	2.50
	
	histone 2A

	PEP8
	orf19.6927
	2.61
	
	Histone H2B

	ECM32
	orf19.702
	1.60
	
	DNA Helicase I

	DOA4
	orf19.7207
	1.51
	
	ubiquitin isopeptidase

	RSC8
	orf19.7234
	1.55
	
	chromatin structure

	TUB1
	orf19.7308
	1.70
	
	alpha tubulin

	RFC4
	orf19.7658
	1.81
	
	replication factor C subunit

	HAT1
	orf19.779
	1.74
	
	histone acetyltransferase

	TBF1
	orf19.801
	1.51
	
	DNA-binding protein

	EBP1
	orf19.125
	1.71
	Energy
	NAPDH dehydrogenase

	APT1
	orf19.1448
	1.56
	
	adenine phosphoribosyltransferase

	GFA1
	orf19.1618
	1.98
	
	D-fructose-6-phosphate amidotransferase

	RKI1
	orf19.1701
	1.83
	
	Ribose-5-phosphate ketol-isomerase

	PET9
	orf19.930
	1.51
	
	ATP translocator

	COX17
	orf19.2006.1
	1.55
	
	cytochrome oxidase assembly

	GDH2
	orf19.2192
	1.53
	
	NAD-dependent glutamate dehydrogenase

	  IPF8806.2
	orf19.2308
	1.58
	
	6-phosphofructo-2-kinase

	PDC11
	orf19.2877
	1.55
	
	pyruvate decarboxylase

	PDA1
	orf19.3097
	1.75
	
	pyruvate dehydrogenase subunit E1 alpha

	NDE1
	orf19.339
	1.79
	
	NADH dehydrogenase subunit

	MRC1
	orf19.3507
	1.52
	
	NADH-cytochrome b5 reductase

	CDC19
	orf19.3575
	2.27
	
	pyruvate kinase

	ATP4
	orf19.3579
	1.61
	
	ATP synthase subunit

	ENO1
	orf19.395
	1.63
	
	Enolase

	TAL1
	orf19.4371
	1.60
	
	Transaldolase

	TYR1
	orf19.4605
	1.61
	
	NADP prephenate dehydrogenase

	IDH1
	orf19.4826
	1.53
	
	isocitrate dehydrogenase

	PPX1
	orf19.4107
	1.66
	
	Exopolyphosphatase

	RHR2
	orf19.5437
	1.59
	
	glycerol-3-phosphatase

	IDP1
	orf19.5211
	1.71
	
	mitochondrial NADP-linked isocitrate dehydrogenase

	PDB1
	orf19.5294
	1.74
	
	D-lactate ferricytochrome c oxidoreductase

	DLD98
	orf19.6043
	1.52
	
	D-lactate ferricytochrome c oxidoreductase

	GLC7
	orf19.6285
	1.55
	
	phosphatase required for glucose repression

	SNF8
	orf19.6296
	1.53
	
	invertase regulation

	LAT1
	orf19.6561
	1.79
	
	dihydrolipoamide S-acetyltransferase

	TDH3
	orf19.6814
	1.62
	
	glyceraldehyde-3-phosphate dehydrogenase

	OSM1
	orf19.6882
	1.6
	
	fumarate reductase

	MEU1
	orf19.6938
	1.89
	
	ADH2 regulation

	GPH1
	orf19.7021
	1.73
	
	glycogen phosphorylase

	GLG2
	orf19.7434
	1.64
	
	Glycogenin

	MDH1
	orf19.7481
	3.10
	
	malate dehydrogenase

	PYC2
	orf19.789
	1.68
	
	pyruvate carboxylase

	BUD7
	orf19.1112
	1.75
	Growth
	bud site selection

	CPH2
	orf19.1187
	1.62
	
	myc-family transcription factor homolog

	RAS1
	orf19.1760
	1.61
	
	ras oncogene homolog

	ARC19
	orf19.3251
	1.58
	
	involved in cortical actin patch integrity

	RAM2
	orf19.4817
	1.6
	
	farnesyl-protein transferase/

	BNI1
	orf19.4927
	1.55
	
	actin cap

	CDC10
	orf19.548
	1.58
	
	septin ring

	SAC6
	orf19.5546
	1.58
	
	Fimbrin

	SPA2
	orf19.6362
	1.57
	
	Polarisome

	ERV14
	orf19.6787
	1.56
	
	axial budding;sporulation

	CDC11
	orf19.5691
	1.73
	Mating
	Mating

	STE13
	orf19.5851
	1.60
	
	Mating

	YME1
	orf19.1252
	1.65
	Mitochondria
	ATP-dependent peptidase

	MDM10
	orf19.184
	1.62
	
	Mitochondrial outer membrane protein

	HEM15
	orf19.1880
	1.83
	
	Ferrochelatase

	CAT5
	orf19.1940
	1.52
	
	ubiquinone biosynthesis

	MGM1
	orf19.2690
	1.68
	
	mitochondrial DNA maintenance

	MAS2
	orf19.6295
	1.78
	
	mitochondrial protease

	OXA1
	orf19.6565
	1.90
	
	cytochrome oxidase processing

	APS1
	orf19.1012
	1.59
	Other
	clathrin associated protein

	GDS1
	orf19.1963
	2.23
	
	aerobic respiration

	CPS1
	orf19.2686
	1.66
	
	carboxypeptidase S

	PBI2
	orf19.2769
	1.57
	
	proteinase inhibitor

	YUH1
	orf19.3930
	1.57
	
	ubiquitin hydrolase

	  GRR1
	orf19.3944
	1.75
	
	SCF ubiquitin-ligase complex

	PUT2
	orf19.3974
	2.36
	
	delta-1-pyrroline-5-carboxylate dehydrogenase

	DCP1
	orf19.423
	1.58
	
	mRNA decapping and degradation

	DOA1
	orf19.4829
	1.50
	
	ubiquitin-dependent proteolysis

	SKI8
	orf19.5764
	1.58
	
	mRNA catabolism

	MNS1
	orf19.1036
	1.84
	Protein Synthesis/

Modification
	alpha-mannosidase

	SUI1
	orf19.1280
	1.83
	
	translation initiation factor 3

	TEF1
	orf19.1435
	1.72
	
	translation elongation factor

	RPS26
	orf19.1470
	2.10
	
	ribosomal protein S26

	UBP14
	orf19.1516
	1.51
	
	ubiquitin-specific protease

	URE2
	orf19.155
	2.23
	
	Nitrogen catabolite repression regulator

	PFS2
	orf19.2307
	1.65
	
	Polyadenylation Factor I subunit

	RPL29
	orf19.2310.1
	1.87
	
	ribosomal protein L29

	NOT4
	orf19.2379
	1.53
	
	zinc finger protein

	ISM1
	orf19.2382
	1.79
	
	isoleucyl-tRNA synthetase

	PRP24
	orf19.2563
	1.53
	
	leucyl-tRNA synthetase

	PRE3
	orf19.6991
	1.76
	
	proteasome subunit

	RER1
	orf19.7202
	2.04
	
	protein secretion

	PEX7
	orf19.89
	1.83
	
	peroxisome assembly

	FRS1
	orf19.2573
	1.90
	
	phenylalanyl-tRNA synthetase

	TEF4
	orf19.2651
	1.69
	
	elongation factor 1-gamma

	STI1
	orf19.3192
	2.03
	
	Protein that interacts with Cdc37p

	TYS1
	orf19.2694
	1.51
	
	tyrosyl-tRNA synthetase

	ERD2
	orf19.2756
	1.72
	
	ER protein retention

	TIF34
	orf19.2967
	1.54
	
	p39 subunit of translation initiation factor eIF3/

	RPL13
	orf19.2994
	1.82
	
	ribosomal protein L13A

	RPS3 
	orf19.3002
	2.07
	
	ribosomal protein S3

	RPL6
	orf19.3003.1
	2.52
	
	Involved in protein synthesis

	TRM1
	orf19.3265
	1.77
	
	tRNA dimethyltransferase

	TIF1
	orf19.3324
	1.70
	
	translation factor eIF4a

	RPL23
	orf19.3348
	2.87
	
	ribosomal protein L23

	MRP20
	orf19.3350
	1.81
	
	ribosomal protein L41

	TIF35
	orf19.3423
	2.76
	
	Translation initiation factor eIF-4B

	ERF1
	orf19.3541
	1.96
	
	peptide release factor subunit

	RSP5
	orf19.3628
	1.58
	
	ubiquitin-protein ligase

	RSM19
	orf19.3704.1
	1.61
	
	ribosomal protein

	MRPL11
	orf19.3797
	1.66
	
	ribosomal protein MRPL11

	RCE1
	orf19.3825
	1.76
	
	ras localization/protease

	YPR43
	orf19.3942.1
	1.79
	
	ribosomal protein

	PET123
	orf19.4204
	1.68
	
	ribosomal protein

	UBA3
	orf19.4209
	1.57
	
	ubiquitin-like protein activating enzyme

	TIF5
	orf19.4261
	1.50
	
	translation initiation factor 5

	RPS5
	orf19.4336
	2.40
	
	ribosomal protein S5

	SMT3
	orf19.4353
	1.66
	
	ubiquitin-like protein

	GRS1
	orf19.437
	1.71
	
	glycyl-tRNA synthetase

	MAK3
	orf19.4617
	1.95
	
	N-acetyltransferase

	CCA1
	orf19.4705
	1.88
	
	tRNA nucleotidyltransferase

	MSS116
	orf19.4739
	1.85
	
	RNA helicase

	ERO1
	orf19.4871
	1.85
	
	Required for protein disulfide bond formation in the ER

	RPL15b
	orf19.493
	1.85
	
	Ribosomal protein L15B

	RPL14
	orf19.4931.1
	2.24
	
	ribosomal protein

	PDI1
	orf19.5130
	1.61
	
	protein disulfide isomerase

	MRPL49
	orf19.5161
	1.59
	
	ribosomal protein of the large subunit

	APE2
	orf19.5197
	1.65
	
	leucine aminopeptidase

	PRE6
	orf19.544.1
	1.58
	
	proteasome alpha subunit

	THS1
	orf19.5685
	2.17
	
	threonyl-tRNA synthetase

	RPP2b
	orf19.5928
	2.30
	
	ribosomal protein A2

	SUI2
	orf19.6213
	2.41
	
	translation initiation factor

	RPL19
	orf19.6231
	1.94
	
	ribosomal protein

	MRPL15
	orf19.6363
	1.54
	
	ribosomal protein

	SMT3
	orf19.670
	1.57
	
	asparaginyl-tRNA synthetase

	ERO1
	orf19.4871
	1.54
	
	oxidative protein folding

	KRS1
	orf19.6749
	2.33
	
	lysyl-tRNA synthetase

	RPS8
	orf19.6873
	2.71
	
	ribosomal protein

	ATP11
	orf19.6916
	1.57
	
	F1F0-ATPase complex assembly protein

	PUP2
	orf19.709
	1.54
	
	proteosome subunit

	MRP1
	orf19.7264
	1.83
	
	ribosomal protein

	PRE8
	orf19.7335
	1.65
	
	proteasome Y7 subunit

	CAM1
	orf19.7382
	1.71
	
	Translation elongation factor

	COQ1
	orf19.7478
	1.58
	
	hexaprenyl pyrophosphate synthetase

	RPL9
	orf19.7485
	2.35
	
	ribosomal protein

	GCD7
	orf19.825
	1.84
	
	translation factor

	RPL116
	orf19.2232
	1.66
	
	60S ribosomal protein

	UBI3
	orf19.3087
	2.23
	
	Fusion of ubiquitin with the S34 protein of the small ribosomal subunit

	RPL43
	orf19.3942.1
	1.70
	
	ribosomal protein

	RPS30
	orf19.4375.1
	1.63
	
	40S ribosomal protein S30

	RPL42
	orf19.4909.1
	1.56
	
	ribosomal protein L36a

	RRP6
	orf19.58
	1.67
	
	Fusion of ubiquitin with the S34 protein of the small ribosomal subunit

	RRP7
	orf19.5835
	1.86
	
	pre-rRNA processing and ribosome assembly

	RSA2
	orf19.6355
	1.60
	
	ribosome biogenesis

	RPL25
	orf19.687.1
	2.14
	
	ribosomal protein L23a

	RPL33
	orf19.6882.1
	3.14
	
	ribosomal protein L35a

	RPL4
	orf19.7217
	2.11
	
	Ribosomal protein

	RPL39
	orf19.827.1
	2.36
	
	ribosomal protein L39

	SEC11
	orf19.3259
	1.54
	SignalTransduction
	signal peptidase subunit

	SLN1
	orf19.3256
	1.52
	
	Histidine kinase

	AKR1
	orf19.4950
	1.50
	
	Ankyrin repeat-containing protein

	RHK1
	orf19.1092
	1.78
	Stress/Resistance
	Mannosyltransferase

	HAM1
	orf19.1108
	1.73
	
	Controls 6-N-hydroxylaminopurine sensitivity and mutagenesis

	CIP1
	orf19.113
	1.80
	
	Protein that interacts with Cdc37p and Crk1p

	YFH1
	orf19.1413
	1.53
	
	Cu,Zn-superoxide dismutase

	CDR1
	orf19.6000
	2.96
	
	Multidrug transporter of ATP-binding cassette

	CDR2
	orf19.5958
	
	
	Multidrug transporter of ATP-binding cassette

	UGP1
	orf19.1738
	2.09
	
	UTP--glucose-1-phosphate uridylyltransferase

	SOD1
	orf19.2770.1
	1.51
	
	Cytosolic copper- and zinc-containing superoxide dismutase

	YHB1
	orf19.3707
	1.62
	
	Flavohemoglobin

	PDR13
	orf19.3812
	1.75
	
	protein biosynthesis, drug resistance

	SGD1
	orf19.4363
	1.50
	
	HOG pathway

	SIM1
	orf19.5032
	2.27
	
	DNA replication regulatory protein

	MNR2
	orf19.5667
	1.52
	
	magnesium ion transporter

	TTR1
	orf19.6059
	1.75
	
	Glutaredoxin

	YDJ1
	orf19.6408
	4.67
	
	Mitochondrial and ER import protein

	RAD14
	orf19.6517
	1.67
	
	Nucleotide excision repair protein

	VAN2
	orf19.6738
	1.81
	
	mannosyltransferase activity

	UBI4
	orf19.6771
	1.75
	
	Polyubiquitin

	HSP10
	orf19.7215.3
	1.57
	
	10 kDa mitochondrial heat shock chaperonin

	WSC4
	orf19.7251
	1.51
	
	Cell wall integrity

	TSA1
	orf19.7417
	1.75
	
	Protein of TSA/alkyl hydroperoxide peroxidase C (AhPC) family

	NTC1
	orf19.7479
	1.71
	
	Neutral trehalase

	NOP58
	orf19.1199
	1.56
	Transcription
	nucleolar protein required for pre-18S rRNA processing

	RPB3
	orf19.1248
	1.70
	
	DNA-directed RNA-polymerase II

	MTR4
	orf19.1335
	1.60
	
	RNA Helicase

	RPB4.3
	orf19.145
	1.55
	
	DNA-directed RNA polymerase II, 32 kDa subunit

	SPT5
	orf19.1453
	1.5
	
	Transcription elongation protein

	URE2
	orf19.155
	2.10
	
	regulator of nitrogen utilization

	TAF67
	orf19.1574
	1.56
	
	RNA polymerase II transcription factor

	DBP5
	orf19.1661
	1.74
	
	RNA helicase

	SET2
	orf19.1755
	1.67
	
	histone-lysine N-methyltransferase

	TBP1
	orf19.1837
	1.72
	
	Transcription initiation factor; binds TATA box sequence

	IPF9160
	orf19.1878
	1.52
	
	RNA polymerase II transcription mediator

	THO1
	orf19.200
	1.74
	
	suppressor of the hpr1

	RPA49
	orf19.2017
	1.54
	
	DNA-directed RNA polymerase A

	IPF103018
	orf19.2119
	1.62
	
	Ndt80p meiosis-specific protein

	YPT71
	orf19.2245
	1.64
	
	GTP-binding protein of the RAB family

	SPT10
	orf19.2361
	1.59
	
	histone acetyltransferase

	IPF15604
	orf19.2432
	1.51
	
	RNA polymerase II transcription factor

	ARP9
	orf19.2507
	1.51
	
	RNA polymerase II transcription factor

	RPA43
	orf19.2594
	1.60
	
	DNA-directed RNA polymerase I, 36 KD subunit

	HDA1
	orf19.2606
	1.75
	
	Histone deacetylase

	RMS1
	orf19.2654
	1.61
	
	transcriptional regulator

	TCF4
	orf19.274
	1.6
	
	RNA polymerase III transcription factor

	RPC82
	orf19.2847
	1.54
	
	DNA-directed RNA polymerase III, 82 KD subunit

	HTA3
	orf19.327
	1.94
	
	histone H2A F/Z variant

	NAB2
	orf19.3333
	1.56
	
	Nuclear poly(A)-RNA-binding protein

	RPB140
	orf19.3349
	1.58
	
	DNA-dependent RNA polymerase II

	RPC40
	orf19.3564
	1.52
	
	RNA polymerase

	UPC2
	orf19.391
	1.76
	
	RNA polymerase II transcription factor

	TFB4
	orf19.4194
	1.51
	
	component of RNA polymerase transcription initiation TFIIH factor

	HIR2
	orf19.4295
	1.53
	
	Histone transcription regulator

	CKB2
	orf19.4297
	1.63
	
	protein kinase CK2

	SPT8
	orf19.4312
	2.01
	
	transcriptional adaptor

	RGR1
	orf19.4348
	1.63
	
	DNA-directed RNA polymerase II

	IPF19602
	orf19.4488
	1.63
	
	RNA polymerase II transcription factor

	MED8
	orf19.4497
	1.59
	
	RNA polymerase II transcription mediator

	MOT1
	orf19.4502
	1.59
	
	transcriptional accessory protein,ATPase activity

	TCF1
	orf19.4601
	1.58
	
	Transcription initiation factor TFIIIC 95 kD subunit

	NHP6
	orf19.4623.3
	2.51
	
	nonhistone chromosomal protein related to HMG1 Cell growth

	HAP3
	orf19.517
	1.69
	
	CCAAT-binding factor subunit

	TAF90
	orf19.536
	1.54
	
	RNA polymerase II transcription factor

	DOT5
	orf19.5417
	1.58
	
	Derepression of telomeric silencing

	SUB1
	orf19.5666
	1.59
	
	transcription

	TFB2
	orf19.5846
	1.53
	
	RNA polymerase II transcription factor

	SEN1
	orf19.5938
	1.50
	
	positive effector of tRNA-splicing endonuclease

	RPB11.3
	orf19.6010.1
	1.79
	
	DNA-directed RNA polymerase II subunit

	RIC1
	orf19.6036
	1.53
	
	guanyl-nucleotide exchange factor

	CDC36
	orf19.6075
	1.53
	
	3'-5'-exoribonuclease

	FCP1
	orf19.6742
	1.65
	
	Fcp1p TFIIF interacting component of CTD phosphatase

	RTF1.3
	orf19.7047
	1.53
	
	RNA polymerase II transcription elongation factor

	TAF60
	orf19.7454
	1.95
	
	TATA-binding protein-associated-factor

	UGA3
	orf19.7570
	1.70
	
	zinc-finger protein

	SPT7
	orf19.7572
	1.73
	
	transcription factor, member of the histone acetyltransferase SAGA complex

	ANC1
	orf19.798
	1.76
	
	TFIIF subunit, transcription initiation factor

	TOP1
	orf19.96
	1.52
	
	DNA topoisomerase type I

	HXT4
	  orf19.2020
	2.07
	Transport
	glucose transporter

	GLE2
	orf19.1095
	1.60
	
	nuclear pore complex structure and function-like protein

	FET35
	orf19.1206
	1.95
	
	multicopper ferroxidase

	SEC23
	orf19.1254
	1.68
	
	Component of COPII coat,GTPase activating protein

	MNN2
	orf19.1011
	1.61
	
	Lactate transporter

	IPF14959
	orf19.1265
	1.95
	
	TRAPP subunit of 130 kDa

	ZRT2
	orf19.1585
	2.66
	
	zinc transport protein

	ALR1
	orf19.1607
	1.54
	
	divalent cation transporter

	SEO1
	orf19.1855
	1.58
	
	putative permease

	HNM1
	orf19.2003
	1.77
	
	Choline permease

	KAR2
	orf19.2013
	1.68
	
	dnaK-type molecular chaperone

	HGT7
	orf19.2023
	2.39
	
	glucose transporter of the major facilitator superfamily

	PHO86
	orf19.2199
	1.72
	
	inorganic phospate transporter

	SUL2
	orf19.2738
	1.67
	
	High-affinity sulfate transport protein

	NUP57
	orf19.2820
	1.61
	
	nuclear pore protein

	GIT1
	orf19.34
	1.93
	
	glycerophosphoinositol transporter

	RPL32
	orf19.3415.1
	1.63
	
	ribosomal protein L32

	ITR2
	orf19.3526
	1.66
	
	Myo-inositol transporter

	CNT
	orf19.4118
	1.74
	
	nucleoside cotransporter

	SSH1
	orf19.412
	1.62
	
	protein transporter

	FET99
	orf19.4212
	1.56
	
	Protein of multicopper oxidase family

	IPF2955
	orf19.4292
	1.52
	
	Target membrane receptor

	RIM2
	orf19.4499
	1.84
	
	mitochondrial carrier protein

	ADP1
	orf19.459
	1.53
	
	ATP-dependent permease

	SEC22
	orf19.479.2
	1.53
	
	synaptobrevin-type protein transport protein

	ERO1
	orf19.4871
	1.54
	
	oxidative protein folding

	MIR1
	orf19.4885
	1.55
	
	mitochondrial phosphate transporter

	IPF20016
	orf19.491
	1.77
	
	ER protein-translocation complex subunit

	IPF7880
	orf19.4939
	1.61
	
	Peripheral membrane protein

	HIP1
	orf19.4940
	1.79
	
	Histidine permease

	SEC18
	orf19.4993
	1.72
	
	vesicular fusion protein

	ATP5
	orf19.5419
	1.54
	
	F1F0-ATPase complex

	ERV46
	orf19.586
	2.11
	
	Protein involved in vesicular transport between the endoplasmic reticulum and Golgi apparatus

	SED5
	orf19.6039
	1.54
	
	Syntaxin

	YCF1
	orf19.6478
	1.71
	
	Glutathione S-conjugate transporter

	TDH3
	orf19.6814
	1.60
	
	Glyceraldehyde-3-phosphate dehydrogenase

	YHM1
	orf19.685
	1.76
	
	member of the mitochondrial carrier family

	CCC1
	orf19.6948
	1.58
	
	Transmembrane Ca2+ transporter

	FTR1
	orf19.7219
	1.63
	
	high affinity iron permease

	SEC21
	orf19.759
	1.72
	
	coatomer complex gamma chain

	DUR31
	orf19.781
	1.79
	
	Urea transport protein

	VAM6
	orf19.1568
	1.51
	Vacoule/Vesicle
	Vacuolar carboxypeptidase Y

	TFP1.5
	orf19.1680
	1.59
	
	vacuolar ATPase subunit

	VPS1
	orf19.1949
	1.50
	
	dynamin-family GTPase-related protein

	VMA5
	orf19.2166
	1.51
	
	H+-ATPase V1 domain 42 KD subunit

	YHR113
	orf19.2335
	2.04
	
	Vacuole

	SLY1
	orf19.3128
	1.64
	
	hydrophilic suppressor of YPT1 and member of the Sec1p family

	IPF5457
	orf19.5689
	1.55
	
	sec28p epsilon-COP coatomer subunit

	PEP1.3
	orf19.5875
	1.74
	
	Vacuolar protein sorting/targeting protein

	LAP42
	orf19.6671
	1.51
	
	Aminopeptidase yscI precursor, vacuolar

	ERV25
	orf19.7409
	1.92
	
	Component of COPII-coated vesicles

	VPS182
	orf19.1019
	1.53
	
	vacuolar membrane protein

	BST1
	orf19.1053
	1.52
	
	GPI inositol deacylase of the ER that negatively regulates COPII vesicle formation

	CVB1
	orf19.1970
	1.56
	
	vacuole biogenesis component

	VPS24
	orf19.2031
	1.5
	
	endosomal Vps protein complex subunit

	APE3
	orf19.3591
	1.68
	
	aminopeptidase

	VPS11
	orf19.4403
	1.51
	
	vacuolar biogenesis protein

	VMA13
	orf19.645.1
	1.75
	
	subunit H of vacuolar ATPase V1

	PRB1
	orf19.7196
	1.63
	
	Protease B, vacuolar


