Table S4. Strains used in this study
	Strain name
	Parent strain
	Original background
	Genotype
	Reference

	GH1349
	WUM5A
	WO-1
	MTLα/α ura3::FRT/ura3::FRT arg4::dpl200/ arg4::dpl200-URA3-dpl200
	[1]

	SZ306
	
	SZ306
	Clinical isolate, MTLa/(
	[2]

	SZ306a
	SZ306
	SZ306
	As SZ306, but MTLa/mtl(::FRT-SAT1-FRT
	[2]

	GH1600
	SZ306a
	SZ306
	As SZ306a, but MFA1/MFA1::MFA1p-GFP
	This study

	SZ306u
	SZ306
	SZ306
	As SZ306, but ura3::FRT/ura3::FRT
	[2]

	SZ306u-a
	SZ306u
	SZ306
	As SZ306u, but MTLa/mtl(::FRT-SAT1-FRT
	This study

	SZ306u-α
	SZ306u
	SZ306
	As SZ306u, but mtla::FRT-SAT1-FRT/MTLα
	This study

	SZ306w
	SZ306u
	SZ306
	As SZ306u, but wor1::URA3/ wor1::FRT-SAT1-FRT
	[2]

	SZ306w-a
	SZ306w
	SZ306
	As SZ306w, but MTLa/mtl(::FRT-SAT1-FRT
	This study

	GH1601 (wor1∆/∆ a/α)
	SZ306u
	SZ306
	As SZ306u, but wor1::FRT-SAT1-FRT/ wor1::FRT-SAT1-FRT
	[2]

	GH1602

(wor1∆/∆ a/∆)
	GH1601
	SZ306
	As GH1601, but MTLa/mtl(::FRT-SAT1-FRT
	This study

	GH1603
	GH1602
	SZ306
	As GH1602, but MFA1/MFA1::MFA1p-GFP
	This study

	CAI4
	SC5314
	SC5314
	As SC5314, but ura3::imm434/ ura3::imm434 iro1/iro1::imm434
	[3]

	GH1012
	CAI4
	SC5314
	As CAI4, but MTLa/a
	[4]

	BWP17u
	CAI4
	SC5314
	As CAI4, but his1::hisG/his1::hisG::CaHIS1 arg4::hisG /arg4::hisG::CaARG4
	This study

	GH1013
	CAI4
	SC5314
	As CAI4, but MTLa/a his1::hisG/his1::hisG arg4::hisG /arg4::hisG
	[4]

	GH1013h
	GH1013
	SC5314
	As GH1013, but ura3::imm434/ ura3::imm434::CaURA3 arg4::hisG /arg4::hisG::CaARG4
	This study

	GH1248
(CAH3)
	BWP17
	SC5314
	As GH1013, but wor1::ARG4/wor1::HIS1
	[5]

	GH1604

(wor1∆/∆ mfa1∆/∆)
	GH1248
	SC5314
	As GH1248, but mfa1::URA3/mfa1:: FRT-SAT1-FRT
	This study

	SN152
	CAI4
	SC5314
	As CAI4, but URA3/ura3::imm434 iro1::IRO1/iro1::imm434 his1::hisG/his1::hisG leu2/leu2 arg4/arg4
	[6]

	GH1605
	SN152
	SC5314
	As SN152, but ura3::imm434/ura3::imm434
	This study

	SN152a
	SN152
	SC5314
	As SN152, but MTLa/mtl(::FRT-SAT1-FRT
	This study

	GH1606
	SN152a
	SC5314
	As SN152a, but ura3::imm434/ura3::imm434
	This study

	GH1607
	GH1605
	SC5314
	As GH1605, but wor1::HIS1/wor1::LEU2
	This study

	GH1608
	GH1607
	SC5314
	As GH1607, but MTLa/mtl(::FRT-SAT1-FRT
	This study

	SN152α
	SN152
	SC5314
	As SN152, but mtla::FRT-SAT-FRT1/MTLα
	This study

	P37005
	
	P37005
	Clinical isolate, MTLa/a
	[7]

	L26
	
	L26
	Clinical isolate, MTLa/a
	[7]

	MMY288
	CHY420
	SC5314
	MTLa/mtlα1::HisG mtlα2::HisG ura3Δ::imm434/ura3Δ::imm434  
	[8]

	wor2∆/∆
(MMY627)
	MMY288
	SC5314
	As MMY288, but wor2::dpl200/wor2::URA3-dpl200 
	[8]

	GH1609

(mfa1∆/∆)
	GH1013
	SC5314
	As GH1013, but mfa1::ARG4/mfa1::HIS1
	This study

	JKC18
	CAI4
	SC5314
	As CAI4, but cph1::hisG/ cph1::hisG
	[9]

	GH1610

(cph1∆/∆ a/∆)
	JKC18
	SC5314
	As JKC18, but MTLa/mtlα::FRT-SAT1-FRT 
	This study

	GH1611

(cph1∆/∆ ∆/α)
	JKC18
	SC5314
	As JKC18, but mtla::FRT-SAT1-FRT/MTLα 
	This study

	JKC131
	CAI4
	SC5314
	As CAI4, but hst7::hisG/hst7::hisG-URA3-hisG
	[10]

	GH1613

(hst7∆/∆ a/∆)
	JKC131
	SC5314
	As JKC131, but MTLa/mtl(::FRT
	This study

	ste11∆/∆ a/α
	SC5314
	SC5314
	As SC5314, but ste11::FRT/ ste11::FRT
	[11]

	GH1614

(ste11∆/∆ a/∆)
	ste11∆/∆ a/α
	SC5314
	As ste11∆/∆ a/α, but MTLa/mtlα::FRT 
	This study

	ste2∆/∆ a/α
	SC5314
	SC5314
	As SC5314, but ste2::FRT/ ste2::FRT
	[11]

	GH1615

(ste2∆/∆ a/∆)
	ste2∆/∆ a/α
	SC5314
	As ste2∆/∆ a/α, but MTLa/mtlα::FRT
	This study

	GH1616

(ste3∆/∆ α/α)
	WUM5A
	WO-1
	As WUM5A, but ste3::URA3/ste3::FRT-SAT1-FRT
	This study

	WUM5A
	WO-1
	WO-1
	MTL(/( ura3-1::FRT/ura3-2::FRT
	[12]

	GH1617

(mfα1∆/∆ α/α)
	WUM5A
	WO-1
	As WUM5A, but mfα1::URA3/mfα1::FRT 
	This study

	GH1247 (JYC13)
	
	SC5314
	As CAI4, but MTL(/(, ura3::1imm434/ura3::1imm434 cek1::hisG/cek1::hisG cek2::hisG/cek2::hisG
	[13]

	GH1618

(wor1∆/∆ ∆/α)
	GH1601
	SZ306
	As GH1601, but mtla::FRT-SAT1-FRT/MTL(
	This study

	GH1619
	GH1618
	SZ306
	As GH1618, but MFα1/MFα1::MFα1p-GFP
	This study

	GH1620
	SN152α
	SC5314
	AsSN152α, but MFα1/MFα1::MFα1p-GFP
	This study
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