Table S3. Summarized phenotypes of C. albicans wild type and mutant strains during interaction with epithelial cells.

	
	
	Interaction with epithelial cells - published data
	Interaction with epithelial cells - this study

	Group
	Tested mutant strain
	Adhesion
	Invasion
	Damage
	Reference
	Adhesion (60 min) [%WT / (absolute numbers)]
	Invasion (180 min) [%WT]
	Damage (24 h) [%WT]
	Invasion enterocytes (180 min) [%WT]

	1
	cph1Δ
	n.d.
	n.d.
	n.d.
	/
	84.3 ± 12.6 (1.89E+04)
	91.7 ± 11.6
	76.0 ± 19.4207
	63.9 ± 13.8

	1
	cph2Δ
	n.d.
	n.d.
	n.d.
	/
	79.4 ± 14.0 (1.78E+04)
	75.2 ± 8.8
	87.1 ± 8.2
	96.3 ± 16.7

	1
	hyr1Δ
	n.d.
	n.d.
	n.d.
	/
	81.7 ± 16.6 (1.83E+04)
	84.4 ± 13.1
	96.4 ± 26.7
	70.2 ± 18.6

	1
	plb1Δ
	similar to WT
	n.d.
	n.d.
	[1]
	86.9 ± 21 (1.95E+04)
	90.0 ± 22.4
	107.9 ± 21.5
	69.8 ± 27.4

	2
	als3Δ
	reduced
	reduced
	reduced
	[2]
	35.4 ± 15.2 (7.93E+03)
	45.6 ± 15.1
	32.2 ± 17.7
	54.1 ± 16.8

	2
	czf1Δ
	n.d.
	n.d.
	n.d.
	/
	34.9 ± 15.8 (7.82E+03)
	46.6 ± 7.8
	20.8 ± 8.2
	21.7 ± 19.7

	2
	ecm33Δ
	reduced
	reduced
	reduced
	[3]
	55.7 ± 18.3 (1.25E+04)
	38.8 ± 13
	24.7 ± 5.9
	52.0 ± 20.2

	2
	efg1Δ
	reduced
	reduced
	reduced
	[4]
	54.3 ± 9.5 (1.22E+04)
	28.6 ± 14.5
	11.7 ± 15.7
	3.8 ± 1.3

	2
	hgc1Δ
	n.d.
	n.d.
	n.d.
	/
	51.9 ± 5.6 (1.16E+04)
	59.2 ±
	21.7 ±
	43.0 ± 17.5

	2
	ras1Δ
	n.d.
	n.d.
	n.d.
	/
	1.0 ± 0.2 (2.31E+02)
	4.4 ± 2
	14.6 ± 4.8
	0.0 ± 0.7

	2
	rim101Δ
	increased*
	reduced*
	reduced
	[5]
	20.4 ± 7.3 (4.58E+03)
	43.9 ± 10.5
	23.3 ± 18.8
	6.4 ± 7.8

	2
	tec1Δ
	n.d.
	n.d.
	n.d.
	/
	5.3 ± 1.3 (1.19E+03)
	21.8 ± 11.3
	13.8 ± 8.6
	4.1 ± 3.5

	2
	tpk1Δ
	similar to WT
	similar to WT
	similar to WT
	[4]
	4.8 ± 2.3 (1.07E+03
	67.6 ± 13.3
	-2.5 ± 10.1
	0.0 ± 4.6

	2
	tpk2Δ
	reduced
	similar to WT
	reduced
	[4]
	2.1 ± 1.2 (4.69E+02)
	44.9 ± 4.3
	6.9 ± 3.9
	0.0 ± 3.0

	2
	tup1Δ
	reduced
	n.d.
	reduced
	[6]
	n.d.
	27.9 ± 18
	2.2 ± 7.3
	0.0 ± 0.5

	2
	vps11 Δ
	n.d.
	n.d.
	n.d.
	/
	2.7 ± 0.2 (5.95E+02)
	57.7 ± 12.3
	6.5 ± 9.2
	8.7 ± 9.4

	3
	pmt2Δ/PMT2
	n.d.
	n.d.
	n.d.
	/
	98.7 ± 19 (2.21E+04)
	69.6 ± 6.2
	16.4 ± 12
	29.9 ± 6.5

	4
	ipf946Δ (eed1Δ)
	n.d.
	n.d.
	reduced
	[7]
	83.2 ± 20.1 (1.86E+04)
	90.6 ± 6.2
	7.8 ± 5.3
	73.0 ± 17.7

	4
	gpd2Δ
	n.d.
	n.d.
	n.d.
	/
	79.0 ± 17.3 (1.77E+04)
	82.1 ± 17
	68.1 ± 20.9
	61.2 ± 17.5

	4
	gpp1Δ
	n.d.
	n.d.
	n.d.
	/
	76.6 ± 16.4 (1.72E+04)
	79.2 ± 16.5
	51.0 ± 14.2
	58.2 ± 14.7

	4
	mkc1Δ
	n.d.
	n.d.
	n.d.
	/
	80.9 ± 20 (1.81E+04)
	87.2 ± 7.9
	63.5 ± 12.7
	103.3 ± 6.5

	5
	bcr1Δ
	n.d.
	n.d.
	n.d.
	/
	16.3 ± 5.8 (3.64E+03)
	73.9 ± 16.4
	62.3 ± 14.4
	54.1 ± 2.6

	5
	bud2Δ
	n.d.
	reduced
	reduced
	[8]
	6.6 ± 2.3 (1.48E+03)
	91.7 ± 21.6
	26.5 ± 10.3
	47.9 ± 11.1

	5
	cka2Δ
	reduced
	reduced
	reduced
	[9]
	52.6 ± 14.9 (1.18E+04)
	82.8 ± 16.1
	58.4 ± 6.8
	28.7 ± 16.4

	5
	hwp1Δ
	reduced
	n.d.
	n.d.
	[10]
	28.4 ± 12.6 (6.36E+03)
	76.8 ± 22.8
	50.1 ± 17.8
	43.4 ± 11.8

	5
	rsr1Δ
	n.d.
	reduced
	reduced
	[8]
	16.7 ± 14.5 (3.74E+03)
	78.9 ± 4.6
	3.0 ± 2.1
	42.4 ± 19.9

	*
	icl1Δ
	n.d.
	n.d.
	n.d.
	/
	69.5 ± 6.7 (1.56E+04)
	87.0 ± 8.3
	66.5 ± 18.5
	62.0 ± 18

	*
	PGA34∆ (orf19.2833∆)
	n.d.
	n.d.
	n.d.
	/
	93 ± 25.1 (2.08E+04)
	104.5 ± 17.5
	58 ± 11.6
	n.d.

	*
	sod5Δ
	n.d.
	n.d.
	n.d.
	/
	97.1 ± 24.6 (2.18E+04)
	92.7 ± 18.1
	97.6 ± 5.5
	n.d.

	*
	yhb1Δ
	n.d.
	n.d.
	n.d.
	/
	95.2 ± 13.3 (2.13E+04)
	98.6 ± 14.1
	87.1 ± 7.8
	n.d.

	WT
	SC5314 (WT)
	
	
	
	[11,12]
	22 % (2.24E+04)
	70 %
	41 %#
	24.2 %

	WT
	BWP17
	
	
	
	[13]
	similar to SC5314
	similar to SC5314
	similar to SC5314
	similar to SC5314

	WT
	CAI-4
	
	
	
	[14]
	similar to SC5314
	similar to SC5314
	similar to SC5314
	similar to SC5314

	WT
	RM1000
	
	
	
	[15]
	similar to SC5314
	similar to SC5314
	similar to SC5314
	similar to SC5314

	*
	orf19.851∆
	n.d.
	n.d.
	n.d.
	/
	n.d.
	82.5 ± 0.7
	116.43 ± 10.3
	n.d.

	*
	orf19.3459∆
	n.d.
	n.d.
	n.d.
	/
	n.d.
	77 ± 1.4
	106.82 ± 11.9
	n.d.

	*
	orf19.3600∆
	n.d.
	n.d.
	n.d.
	/
	n.d.
	76.5 ± 3.5
	108.7 ± 13.73
	n.d.

	*
	orf19.6837∆
	n.d.
	n.d.
	n.d.
	/
	n.d.
	80 ± 2.8
	120.81 ± 32.1
	n.d.


Comparison of published data to adhesion, invasion and damage properties of all strains investigated in this study. Green: similar to wild type or moderately reduced (but not significantly reduced); red: significant different to wild type (p < 0.05); * nrg1/rim101+pRIM101; # compared to 100 % lysis (triton); n.d. = not determined.
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